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RESEARCH/WORKING EXPERIENCE                                                                        
Postdoctoral Scholar in Dr. Yi Yin lab, UCLA, CA, USA 08/2025 – present 
Postdoctoral researcher in Dr. Jernej Murn lab, UC Riverside, CA, USA. 07/2024 – 07/2025 
PhD candidate in Dr. Jernej Murn lab, UC Riverside, CA, USA.  09/2019 – 06/2024 
Bioinformatician, Bainuo Gene, Shenzhen, China. 09/2018 – 09/2019 
Research assistant, Shenzhen Second People’s Hospital, Shenzhen, China. 07/2015 – 04/2018 
Internship, Beijing Genomics Institute, Shenzhen, China.  03/2013 – 07/2015 
 
EDUCATION                                                                                          
PhD in Genetics, Genomics & Bioinformatics                                                    06/2024 
University of California, Riverside, USA  
Master of Genetics                                                                             07/2015 
University of Chinese Academy of sciences, Beijing, China  
Bachelor of Biology Sciences                                                                     07/2012 
Sun Yat-sen University, Guangzhou, China  
Selected Courses: Genetics, Molecular Biology, Tumor biology, Bioinformatics, Virus Molecular Biology, Genome Science, 
Signal Transduction, and Bioinformatics. 
 
HONORS & AWARDS                                                                                    
CIRM TRANSCEND trainee award 02/2025 
Dissertation Completion Fellowship Award 02/2024 
Dissertation Year Program Award                                                                  04/2023 
The best oral presentation in the program annual symposium                                           10/2022 
The Dean’s Distinguished Fellowship                                                               09/2019 
The best of three good students  05/2015 
Distinguished undergraduate dissertation in the college                                                07/2012 
The distinguished student assistant in the Zhuhai campus library of Sun Yat-sen University                     07/2009 
The distinguished English class presentation in Sun Yat-sen University                                     12/2008 
 
SKILLS                                                                                               
Molecular biology: NGS library preparation (CLIP-seq, RNA-seq, TTchem-seq, BID-seq, Pseudo-seq), Gene cloning, Western 
Blot, cell culture, lenti-virus making and cell transfection, siRNA knocking down.  
Computation Language: Perl, R, C++, and Python programming, Linux/unix  
Data analysis: RNA-seq, CLIP-seq, Ribosome profiling, TTchem-seq, BID-seq, Pseudo-seq, Poly (A) tail sequencing, End-seq, 
Genome assembly and annotation, whole exome analysis, tumor somatic mutation analysis, MHC binding prediction, HLA 
typing with NGS data.  
 
PATENTS                                                                                             
A method and device for constructing genomic target region sequencing library. Co-author. 06/2016 
The tumor neo-antigen prediction and tandem minigene design software (V1.0). Co-author.                   02/2021  
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